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Professor and Head, Institute for Bioinformatics, University of Muenster,
Germany

Visiting Professor, Department of Computational Biology, University of
Tokyo, Japan

Visiting Professor, Department of Computational Biology, University of
Tokyo, Japan

Visiting Professor, Department of Medical Genome Science, University of
Tokyo, Japan

Visiting Professor, Department of Bioinformatics, Medical Research Institute,
Tokyo Medical and Dental University, Japan

Adjunct Associate Professor, Department of Computer Science and
Engineering, the Pennsylvania State University, University Park, PA.
Associate Professor, Department of Biology, the Pennsylvania State
University, University Park, PA.

Staft scientist at the National Center for Biotechnology Information, National
Institutes of Health, Bethesda, USA.

PROFESSIONAL ACTIVITIES

Member of SBIR/STTR review panel in the Genetic Sciences Initial Review Group.

European Commission Expert in the Seventh Framework and Horizon 2020 programs.

Member of evaluation panel for the German Research Initiative “Computational Life Sciences.”

Associated editor of Gene (1998-2006) and BMC Bioinformatics.

Member of editorial board of International Journal of Biological Sciences, Biology, Database,
BioMedInformatics, RNA Biology (2004-2011), and Genome Research (1997-2007).

Ad hoc reviewer for BMC Bioinformatics, Bioinformatics, Cell, Computational Biology and
Chemistry, Computers and Chemistry, Genetics, Human Mutation, International Journal Of

Medical Sciences and Health Care, Journal of Human Genetics, Journal of Molecular Biology,
Journal of Molecular Evolution, Journal of Theoretical Biology, Journal of Virology, Molecular
Biology and Evolution, Nature Genetics, Nature, Nucleic Acid Research, Proc. Natl. Acad. Sci.
USA., Science, Trends in Genetics and a number of MDPI and Frontiers series journals.
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Member of International Society of Molecular Biology and Evolution and International Society for
Computational Biology

Co-funder and co-organizer of Poznan Summer School of Bioinformatics (since 2002). Co-funder
and co-organizer of PennState Summer School of Bioinformatics (2003-2007).
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